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Amendments to the Claims 

The listing of claims will replace all prior versions and listings of claims in the 
application. 

Claims 1-13 (Canceled) 



14. (Currently Amended) A method of cloning a nucleic acid molecule or a 
population of nucleic acid molecules comprising: 

inserting one or more intogration s e quonooo mobile genetic elements comprising 
at least one recombmalion site into at least one nucleic acid molecule to produce one or 
more i nt e gration ooquonco mobile gen etic element -containing nucleic acid molecules; 
and 

transferring said one or more int e gration Goquonoo mobile genetic element - 
containing nucleic acid molecules comprising at least one recombination site into one or 
more vectors in the presence of one or more-recombination protein. 

1 5. (Previously Presented) The method of claim 14, wherein said at least one 
nucleic acid molecxile is genomic DNA, chromosomal DNA or cDNA. 

16. (CurrenUy Amended) A method for producing a nucleic acid molecule 
or a population of nucleic acid molecules comprising; 

inserting one or more intogration scquonoco mobile genetic elements^ said one or 
^^^^ i utogrotion Goquonoc& mobile genetic elements comprising at least one 
recombination site, into at least one nucleic acid molecule thez^y producing ^ 
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int e gration o e quonoQ a mobile genetic dement -containing nucleic acid molecule 

comprising at least first and second recombination sites; and 

causing said at least first and second recombination sites to recombine in the 

presence of at least one recombination protein. 

17, (Original) The method of claim 1 6, wherein said recombination of said 
first and second recombination sites results in a circular molecule* 

18. (Currently Amended) The method of claim 16, wherein said first and 
second recombination sites are separated by at least a portion of said integration 
c e qu e noo mobile genetic element- containing nucleic acid molecule. 

1 9. (Cuirently Amended) The method of claim 1 6, wherein said intogration 
D e quonoo mobile genetic element comprises at least one element selected &om the group 
consisting of one or more primer sites, one or more transcription or translation signals or 
regulatory sequences, one or more termination signals, one or more origins of 
r^lication, one or more selectable markers, and one or more gaies or portions of genes. 

20, (Currently Amended) The method of claim 16, wherein said intogmtion 
seq»^»ee mobile genetic element comprises one or more origins of rq)lication and/or one 
or more selectable markers. 

Claims 21-26 (Canceled), 
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27. (Previously Presented) Themethodof claim 16, wherein said nucleic 
acid molectxle is genomic DNA, chromosomal DNA or cDNA. 

Claims 28-31 (Canceled). 

32. (Previously Presented) The method of claim 14, wherein said at least one 
recombination site is a site-specific recombination site. 

33. (Previously Presented) The method of clahn 16, wherein said first and 
second recombination sites are site-specific recombination sites. 

34. (Previously Presented) The method of any one of claims 32 and 33, 
wherein said site-specific recombination sites are selected fi»m the group consisting of 
loxP, otiB, attf, attL, attR, FRT, a recombination site recognized by a resolvase, a 
bacterial transposable element, an integratmg virus, an IS element, a P element of 
Drosophila, a bacterial virulence factor and a mobile genetic clement for a eukaryotic 
organism, or mutants or derivatives thereof, 

35. (Previously Presented) The method of any one of claims 32 and 33, 
wherein said site-specific recombination sites are selected fi^m the gioup consisting of 
/cwP, attB, ottF, attL, attR, FRT, a recombination site recognized by a resolvase, a 
bacterial transposable element, an integrating virus, an IS element, a P element of 
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Drosophila^ a bacterial vinxlcnce factor and a mobile genetic element for a eukaryotic 
organism. 

36. (Previously Presented) The method of any one of claims 32 and 33, 
wherein at least one of said first and said second recombination sites is an att site or a 
mutant or derivative thereof. 

37. (Previously Presented) The method of any one of claims 32 and 33, 
wherein at least one of said first and said second recombination sites is an att site, 

38. (Previously Presented) The method of claim 36, wherein said att site is 
selected firom the group consisting of attB, ait?, atth and aifR, or a mutant or derivative 
thereof 

39. (Previously Presented) The method of claim 37, wherein said art site is 
selected from the group consisting of artB, attP, attL and artR. 

40. (Withdrawn) The method of any one of claims 30-33, wherein at least 
one of said first and said second recombination sites is a lox site or a mutant or derivative 
thereof. 

41. (Withdrawn) The method of any one of claims 30-33, wherein at least 
one of said first and said second recombination sites is a lox site. 
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42. (Withdrawn) The method of claim 40, wherein said lax site is a loxP site 
or a mutant or derivative thereof, 

43. (Withdrawn) The method of claim 41, wherein said lox site is a loxP site. 

44. (Currently Amended) A method of producing a nucleic acid molecule oi 
a population of nxicleic acid molecules, comprising: 

(a) obtaining a first nucleic acid molecule comprising at least a fiist 
segment which comprises at least first and second recombination 
sites, wherein said segment comprises at least one integration 
s e quonoQ mobile genetic element : 

(b) forming a mixture by mixing said first nucleic acid molecule with 
at least one second nucleic acid molecule comprising at least third 
and fourth recombination sites in the presence of at least one 
recombination protein; and 

(c) incubating said mixture und^ conditions favoring recombination 
at least between said first and third recombination sites and at least 
between said second and fourth recombination sites, thereby 
transferring said first segment from said first nucleic acid 
molecule to said second nucleic acid molecule. 
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45. (Previously Presented) The method of claim 44, wherein said firsi 
segment is flanked on one side by said first recombination site and is flanked on the* 
other side by said second recombination site. 

46. (Previously Presented) The method of claim 44, wherein said fu^t, 
second, third and fourth recombination sites ate site-specific recombination sites. 

47. (Previously Presented) The method of claim 44, wherein said first, 
second, third and fourth recombination sites are selected fi-om the group consisting of 
/qxP, attB, attP, otfL, attS^ FRT, a recombination site recognized by a resolvase, a 
bacterial transposable element, an integrating virus, an IS element, a P element of 
Drosophila, a bacterial virulence factor and a mobile genetic element for a eukaryotic 
organism. 

48. (Previously Presented) The method of claim 44 or claim 45, wherein at 
least one of said first, second, third and fourth recombination sites is an att site or a 
mutant or derivative thereof. 

49. (Previously Presented) The method of claim 44 or claim 45, wherein at 
least one of said first, second, third and fourth recombination sites is an att site. 
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50. (Previously Presented) The method of claim 48, wherein said site is 
selected from the group cotisisting ofattB, attP, atiL and atiSL, or a mutant or derivative 
thereof. 

51. (Previously Presented) The method of claim 49, wherein said att site is 
selected from the group consisting of artB, anPy attL and attK. 

52. (Withdrawn) The method of claim 44 or claim 45, wherein at least one of 
said recombination sites is a lox site or a mutant or derivative thereof, 

53. (Withdrawn) The method of claim 51, wherein at least one of said 
recombination sites is a lox site, 

54. (Withdrawn) The method of claim 52, wherein said lox site is a lax? site 
or a mutant or derivative thereof, 

55. (Withdrawn) The method of claim 53, wherein said lox site is a lox P site. 

56. (Previously Presented) The method of claim 44, further comprisit^; (d) 
selecting for the second nucleic acid molecule of (c), wherein said second nucleic acid 
molecule of (c) comprises said transferred first segment. 
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57. (Previously Presented) The method of claim 44, whereiii said 
recombination takes place in vitro, 

58. (New) The method of claim 14, wherein said mobile genetic element is 
selected from the group consisting of transposons, integrating vinises, IS elemrats, 
retrotransposons, conjugate transposons, P elements of Drosophila, bacterial virulence 
factors, mariner, Tel, and Sleeping Beauty. 

59. (New) The method of claim 58, wherein said mobile genetic element is a 
transposon. 

60. (New) The method of claim 58, wherein said mobile genetic element is 
an integrating virus. 

61 . (New) The method of claim 58, wherein said mobile genetic element is 
an IS element. 

62. (New) The method of claim 58, whei^in said mobile genetic element is a 
retrotransposon. 

63. (New) The m^od of claim 58, whaein said mobile genetic element is a 
conjugative transposon. 

64. (New) The method of claim 58, who-ein said mobile genetic element is a 
P elemOTt of Drosophila. 

65. (New) The method of claim 58, wherein said mobile genetic element is a 
bacterial virulence factor. 
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66. (New) The method of claim 58, wherein said mobile genetic element is 
manner. 

67. (New) The method of claim 58, wherein said mobile genetic element is 

Tel. 

68. (New) The method of claim 58, wherein said mobile genetic element is 
Sleeping Beauty, 

69. (New) The method of claim 44, wherein said mobile genetic element is 
selected from the group consisting of transposons, integrating viruses, IS elements, 
retrotransposons, conjugate transposons, P elements of Drosophila, bacterial virulence 
fectors, mariner, Tel, and Sleeping Beauty. 

70. (New) The method of claim 69, wherein said mobile genetic element is a 
transposon. 

71 . (New) The method of claim 69, wherein said mobile genetic elanent is 
an integrating vims. 

72. (New) The method of claim 69, wherein said mobile g«ietic element is 
an IS element 

73. (New) The method of claim 69, wherein said mobile genetic element is a 
retrotransposon. 

74. (New) The method of claim 69, wherein said mobile genetic element is a 
conjugative transposon. 
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75. (New) The method of claim 69, wherein said mobile genetic element is a 
P element of Drosophila. 

76. (New) The method of claim 69, wherein said mobile genetic element is a 
bacterial virulence factor. 

77. (New) The method of claim 69, wherein said mobile genetic element is 
mariner, 

78. (New) The method of claim 69, wherein said mobile genetic element is 

Tel. 

79. (New) The method of claim 69, wherein said mobile genetic element is 
Sleeping Beaufy, 
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